
Table S3: Primers used in the study 

Primers Sequence (5' - 3') 

Strain identification   

Tn7_F AATGATACGGCGACCACCGAGATCTACACGTTCAGAGTTCTA
CAG 

Tn7_Ra CAAGCAGAAGACGGCATACGAGATxxxxxxGTGACTGGAGTTC
AGACGTGTG 

KCGbTn7TTSv3F2 AGCTTAGATCGGAAGAGCACACGTCTGAACTCCAGTCACCCC
GGGCTGCAGGAATTCCT 

KCGbTn7TTSv3R1 TGATCGTCGGACTGTAGAACTCTGAACGTGTAGAACTAGTGA
GCTCATGCATGA 

Ancestor IDb   

PA14-1_F ATCACAAAAGGACATGC 

PAO1-B11_F ATCAGTGTCGTGGGTGC 

B23-2_F ATCAGCCTATTGTGTGC 

CF18-1_F ATCAGTTACGTCAATGC 

MSH10-2_F ATCATATCAGATTTTGC 

S54485-1_F ATCATTAAACTAGGTGC 

AI07-08_R GCTTATGTGCCACCAATCAACAG 

wspA compementationc 

wt-wspA_A taaaacgacggccagtgccaagcttGCGCTGATGGTCGAACTG 

wt-wspA_B gtgacctgcaCCGAAGAACGCTGGGCCT 

wt-wspA_C cgttcttcggTGCAGGTCACCACCTCGG 

wt-wspA_D cagctatgaccatgattacgaattcACTCCGGCGGGAACAGCA 

Generation of nucleotide barcodes 

KCGbTn7TagF1 
GTTCTACAGTCCGACGATCANNNNNNNNNNTGCGCCGTAGT
CCCAATGAAAAACCTATGG 

KCGbTn7TagR1 
TTCACAGGGTTCAGATTCCTGATGCTACCCAAAACAAAGTCC
ATAGGTTTTTCATTGGGA 

KCGbTn7TagF2 
AGGAATCTGAACCCTGTGAATGTGGGGGTCGCGCGCATAGA
CCTTTATCTCCGGTTCAAG 

KCGbTn7TagR2 
AGTGTAGGTGTGACAACGTAGCATGCAGCCTCATGCCTAACT
TGAACCGGAGATAAAGGT 

KCGbTn7TagF3 
TACGTTGTCACACCTACACTGCTCGAAGTAAATATGGGAAGC
GCGCGGCCTGGCCCGAGG 

KCGbTn7TagR3 
CACCAATCAACAGTTAACGAACACGTGGCGGCGCGGAACGC
CTCGGGCCAGGCCGCGCGC 

KCGbTn7TagF4 
TCGTTAACTGTTGATTGGTGGCACATAAGCAATACCGTAGTC
GGCTAGGTCAAATAGAGT 

KCGbTn7TagR4 
GTGCTCTTCCGATCTAAGCTAGACATGCTGATATCAAAGCACT
CTATTTGACCTAGCCGA 

a xxxxxx indicates the strain-specific barcode sequence (Table 1). 
b underlined indicates the strain specific barcode sequence (Table 1). 
c Lower case is specific to pEX18Ap. Upper case is specific to wspA 


